Experimental
Crystal data C 23 H 30 N 2 O 2 M r = 366.49 Monoclinic, C2=c a = 28.6398 (12) Å b = 5.1264 (2) Å c = 13.3856 (5) Å = 102.090 (5) V = 1921.67 (13) Å 3 Z = 4 Mo K radiation = 0.08 mm À1 T = 100.0 (1) K 0.52 Â 0.18 Â 0.04 mm
Data collection
Bruker SMART APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2005) T min = 0.959, T max = 0.997 22388 measured reflections 2955 independent reflections 2125 reflections with I > 2(I) R int = 0.065 Refinement R[F 2 > 2(F 2 )] = 0.061 wR(F 2 ) = 0.163 S = 1.09 2955 reflections 134 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.42 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2005) ; cell refinement: APEX2; data reduction: SAINT (Bruker, 2005) ; program(s) used to solve structure: SHELXTL (Sheldrick, 2008); program(s) used to refine structure: SHELXTL molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2003) .
HKF and RK thank the Malaysian Government and Universiti Sains Malaysia for the Science Fund (grant No. 305/ PFIZIK/613312). RK thanks Universiti Sains Malaysia for the award of a post-doctoral research fellowship. CSY thanks Universiti Sains Malaysia for the award of a student assistantship. Fig. 1 . The molecular structure of (I) with atom labels and 50% probability ellipsoids for non-H atoms. The suffix A corresponds to symmetry code (-x + 1, y, -z + 3/2). Intramolecular interactions are shown as dashed lines. 
Figures
Cell parameters from 2732 reflections a = 28.6398 (12) Å θ = 3.1-31.1º b = 5.1264 (2) Å µ = 0.08 mm −1 c = 13.3856 (5) Å T = 100.0 (1) K β = 102.090 (5) 
Special details
Experimental. The low-temperature data was collected with the Oxford Cyrosystem Cobra low-temperature attachment.
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (6) 0.0000 (5) 0.0038 (5) 0.0027 (5) C1 0.0181 (6) 0.0182 (7) 0.0184 (6) 0.0019 (5) 0.0014 (5) 0.0010 (5) C2 0.0209 (7) 0.0211 (7) 0.0190 (7) 0.0013 (6) 0.0053 (5) 0.0021 (6) C3 0.0177 (6) 0.0157 (7) 0.0246 (7) 0.0013 (5) 0.0028 (5) 0.0027 (6) C4 0.0184 (6) 0.0173 (7) 0.0230 (7) 0.0025 (5) 0.0008 (5) −0.0001 (6) C5 0.0208 (7) 0.0197 (7) 0.0177 (6) 0.0036 (6) 0.0031 (5) 0.0005 (5) C6 0.0171 (6) 0.0193 (7) 0.0185 (6) 0.0011 (5) 0.0034 (5) 0.0022 (5) C7 0.0184 (6) 0.0195 (7) 0.0199 (7) 0.0016 (5) 0.0035 (5) 0.0031 (5) C8 0.0200 (7) 0.0212 (7) 0.0249 (7) −0.0008 (6) 0.0050 (6) 0.0037 (6) 
